ID D88575 standard; KNA; HUM; 1950 BP. 

fee 

AC D88575; X p_ 0 02229199 

SV D88575.1 
XX 

DT 06- JTJL-1998 (Rel. 56, Created) 

DT 06-JUL-1998 (Rel. 56 # Last updated, Version 1) 
XX 

DE Homo sapiens mRNA for TP55, complete cds . 
XX 

KW TP55. t " 

XX 

OS Homo sapiens (human) 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; Mammalia; 

OC Eutheria; Primates; Catarrhini; Hominidae; Homo. 

XX 

RN [1] 

RP 1-1950 

RA Tsuruoka N. ; 

RT 

RL Submitted (25 -OCT- 199 6) to the EMBL/GenBank/DDBJ databases. 

RL Nobuo Tsuruoka, Suntory Institute for Biomedical Research, Pharmaceutical 

RL Research Laboratories I; 1-1-1 Wakayamadai, Shimamoto- cho, Mishima-gun, 

RL Osaka 618, Japan (E-mail : tsuruoka@minase . suntory . co .jp, 

RL Tel : 075-962-9285 (ex.3110) , Fax:075-962-6448) 

XX 

RN [2] 

RA Tsujimoto M., Tsuruoka N. , Ishida N. , Kurihara T. , Iwasa F., Yamashiro K-, 

RA Rogi T . , Kodama S., Katsuragi N. , Adachi M. , Katayama T., Nakao M. , 

RA Yamaichi K. , Hashino J., Haruyama M . , Miura K. , Nakanishi T. , Nakazato H., 

RA Teramura M. , Mizoguchi H. , Yamaguchi N.; 

RT "Purification, cDNA cloning, and characterization of a new serpin with 

RT megakaryocyte maturation activity" ; 

RL J. Biol. Chem. 272:15373-15380 (19 97). 
XX 

DR GOA; 075635; 075635. 

DR SWISS-PROT; 075635; SPB7_HUMAN. 

XX 

FH Key Location/Qualifiers 
FH 

FT source 1. .1950 

FT /db_xref =" taxon: 9 6 06" 

FT /sequenced_mol="cDNA to mRNA" 

FT /organism="Homo sapiens" 

FT /cell_line="A431" 

FT /cell_type=" epidermoid carcinoma" 

FT CDS 74.. 1216 

FT /codon_start~l 

FT /db_xref= H GOA:075635" 

FT /c^xref^'SWISS-PROT^SeSS" 

FT /transl_table=l 

FT /product= n TP55" 

FT /protein__id="BAA31232 .1" 

FT . / 1 r an s 1 a t i on= " MAS LAAANAEFCFNLFREMDDNQGNGNVFF S S L SLFAALALVRLG 

FT AQDDSLSQIDKLLHVNTASGYGNSSNSQSGLQSQLKRVFSDINASHKDYDLSIVWGLFA 

FT EKVYGFHKDYIECAEKLYDAKVERVDFTira^ 

FT SSSAVMVLVNAVYFKGKWQSAFTKSETINCHFKSPKCSGKAVAMMHQERKFNLSVIEDP 

FT SMKILELRYNGGINMYVLLPEl^LSEIENKLTFQNLMEWTNPRRMTSKYVEVFFPQFKI 

FT EKJ^EMKQYLRALGLKDIFDESKADLSGIASGGRLYISRI^MHKSYIEVTEEGTEATAAT 

FT GSNIVEKQLPQSTLFRADHPFLFVIRKDDIILFSGKVSCP" 
XX 

SQ Sequence 1950 BP; 570 A; 384 C; 407 G; 589 T; 0 other; 

ggcacgagag gaactgaagc ccagctgtga aggcegcaga ctgcagtgag aggaggctgc 60 
actccatttt geaatggect cccttgctgc ageaaatgea gagttttget tcaacctgtt 120 
cagagagatg gatgacaatc aaggaaatgg aaatgtgttc ttttcctctc tgagectett 180 
cgctgccctg gccctggtcc gettgggege tcaagatgac tccctctctc agattgataa 240 
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840 



gttgcttcat gttaac^actg cctcaggata tggaaactct tctaatagtc agtcagggct 3 00 

ccag-tctcaa ctgaaaagag ttttttctga tataaatgca tcccacaagg attatgatct 3 60 

cagcattgtg aatgggcttt ttgctgaaaa agtgtatggc tttcataagg actacattga 420 

gtgtgccgaa aaattatacg atgccaaagt ggagcgagtt gactttacga atcatttaga 4 80 

agacactaga cgtaatatta ataag-tgggt tgaaaatgaa acacatggca aaatcaagaa 54 0 

cgtgattggt gaaggtggca taagctcatc tgctgtaatg gtgctggtga atgctgtgta 600 

cttcaaaggc aagtggcaat cagccttcac caagagcgaa accataaatt gccatttcaa 660 

atctcccaag tgctctggga aggcagtcgc catgatgcat caggaacgga agttcaattt 72 0 

gtctgttatt gaggacccat caatgaagat tcttgagctc agatacaatg gtggcataaa 

catgtacgtt ctgctgcctg agaatgacct ctctgaaatt gaaaacaaac tgacctttca 

gaatctaatg gaatggacca atccaaggcg aatgacctct aagtatgttg aggtattttt 900 

tcctcagttc aagatagaga agaattatga aatgaaacaa tatttgagag ccctagggct 960 

gaaagatatc tttgatgaat ccaaagcaga tctctctggg attgcttcgg ggggtcgtct 1020 

gtatatatca aggatgatgc acaaatctta catagaggtc actgaggagg gcaccgaggc 108 0 

tactgctgcc acaggaagta atattgtaga aaagcaactc cctcagtcca cgctgtttag 1140 

agctgaccac ccattcctat ttgttatcag gaaggatgac atcatcttat tcagtggcaa 1200 

agtttcttgc ccttgaaaat ccaattggtt tctgttatag cagtccccac aacatcaaag 126 0 

aaccaccaca agtcaataga tttgagttta attggaaaaa tgtggtgttt cctttgagtt 1320 

tatttcttcc taacattggt cagcagatga cactggtgac ttgacccttc ctagacacct 13 8 0 

ggttgattgt cctgatccct gctcttagca ttctaccacc atgtgtctca cccatttcta 144 0 

atttcattgt ctttcttccc acgctcattt ctatcattct cccccatgac ccgtctggaa 1500 

attatggaga gtgctcaact ggtaaggaga acgtagaagt agccctaggg atcctttttg 1560 

aaactctaca gttatcgcag atattctagc ttcattgtaa gcaatctagg aaataagccc 162 0 

tgctgctttc tagaaataag tgtgaaggat aaattttctt tgttgaccta tgaagatttt 168 0 

agagtttacc ttcatatgtt tgattttaaa tcagtgtata atctagatgg taaaaaatgt 174 0 

gaaattggga ttagggacca accaaaatat ttcattaatg ctttcaattg acaaattttg 1800 

gtctttcttt gataagacaa tatgtacata gttttttcaa atattaaaga tcttttaact 1860 

gttggcagtt gttatctaca gaatcatatc tcatatgctg tgtagtttat aagttttttc 1920 

tctatttatc agaataaaga aatacaacat 1950 
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